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Fig. 2. Phylogenetic tree based on ITS sequences of Paecilomyces formosus strains using neighbor—joining
method. The reliability of fungal speciesin phylogenetic tree showed by bootstrap analysis with 1000 replicates
in nodes of tree.



e YRR Lo 093 8 yloud pinis sl ¢ Sd 390LS 45 s § 5lapo

JJJ‘J&&Q}L&J EJG)ﬁ#‘g_Ab}uduwW}‘b S99 cﬁ.u J‘ v\’d )')J Can L&Q‘J}- ‘SL‘)L;)LQ.:'
(\ d)b)b}‘éb?}@leA})Y;md‘ﬂ G)B 9 aJ.aL':a Mb) J‘f@-u}w éiwj.w le.hj‘)y
23 (0 SK8) w3 T (glelis adowe ol glalis

Ol uibyly 4o gl alier opl (oS Oljee (g 5

Sl 4l ¢S g 5,Y , Paecilomyces formosus b e glackle e ST 1 uills 4o =)
M‘)J

Table 1. Analysis of variance (ANOVA) of antagonistic effects by different Paecilomyces formosus
concentrations on Osphranteria coerulescens larvae

Source Degrees of Mean Squares F—statistic p-value
freedom
Treatments 3 0.622 254 0.0001**
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Total 11
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Table 2. Mean of mortality percentage of by Paecilomyces formosus in different concentrations
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Abstract

The Rosaceous long-horned beetle (Osphranteria coerulescens) attacks a range of fruit trees belonging to
Rosaceae family. Starting from May to February 2012, samples of branches infected with O. coerulescens were
collected from almond and apricot orchards in South Khorasan province of Iran and subsequently the fungal
pathogens were isolated and identified. Based on the morphological characteristics of the isolated fungus, it was
identified as Paecilomyces formosus and in the phylogenetic study the representative isolate was located in clade
of P. formosus. In evaluating the efficiency of fungal arrays, the mean mortality rate of larvae at concentrations
of 10* 10° and 10° spores per ml of was 44, 72 and 86, respectively. The LC50 for beetle larvae were calcul ated
as 2x10* spores per ml. In the present study, isolation and pathogenicity of P. formosus on this insect is reported
for the first time both in Iran and worldwide based on morphologica and molecular data. Due to the high
mortality rate of this fungal array on the larvae of the beetle pest, the potential of its application in the integrated

pest control program can be considered.
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